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Figure 1: Odds of CHD by fifth of each PRS
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PRS name CHD cases CHD controls OR per SD (95% CI) AUC (95%Cl)
Tada et al/PGS000011/ X
European/44 SNPs E
Partially adjusted 5,163 128,044 b e 1.05 (1.03-1.08) 0.716 (0.710-0.723)
Fully adjusted 5,163 128,044 —a— 1.05 (1.02-1.08) 0.745 (0.739-0.752)
Oni-Orisan et al/PGS004595/ :
European/141 SNPs E
Partially adjusted 5,163 128,044 : —a 1.10 (1.07-1.13) 0.717 (0.711-0.723)
Fully adjusted 5,163 128,044 —a 1.09 (1.06-1.13) 0.746 (0.739-0.752)
Koyama et al/PGS000337/ |
Japanese and European/64,185 SNPs E
Partially adjusted 5,163 128,044 E —— 1.23 (1.19-1.26) 0.721 (0.714-0.727)
Fully adjusted 5,163 128,044 : —a— 1.20 (1.17-1.23) 0.748 (0.742-0.754)
Tcheandjieu et al/PGS003446/ E
Multi-ancestry/485,464 SNPs :
Partially adjusted 5,163 128,044 — 1.19 (1.15-1.23) 0.719 (0.712-0.725)
Fully adjusted 5,163 128,044 I — 1.16 (1.12-1.20) 0.746 (0.740-0.753)
Tamlander et al/ PGS001780/ E
European/1,087,958 SNPs E
Partially adjusted 5,163 128,044 ! —. 1.22 (1.19-1.26) 0.720 (0.714-0.727)
Fully adjusted 5,163 128,044 —a 1.20 (1.16-1.23) 0.748 (0.741-0.754)
Patel et al/PGS003725/ |
Multi-ancestry/1,273,824 SNPs
Partially adjusted 5,163 128,044 : 1.29 (1.25-1.33) 0.724 (0.717-0.730)
Fully adjusted 5,163 128,044 — 1.24 (1.20-1.28) 0.749 (0.743-0.755)
Inouye et al/PGS000018/ |
European/1,720,068 SNPs
Partially adjusted 5,163 128,044 —a 1.22 (1.18-1.26) 0.719 (0.713-0.726)
Fully adjusted 5,163 128,044 ! —a 1.19 (1.15-1.23) 0.747 (0.741-0.753)
Khera et al/PGS000013/
European/6,472,620 SNPs X
Partially adjusted 5,163 128,044 —a 1.19 (1.15-1.22) 0.719 (0.713-0.726)
Fully adjusted 5,163 128,044 : —a— 1.17 (1.14-1.20) 0.747 (0.741-0.754)
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Figure 2: Odds of CHD per 1SD increase in each PRS



Men Women

PRS name CHD case / control OR per SD (95%Cl)  AUC (95%Cl) CHD case / control OR per SD (95%Cl) AUC (95%Cl) OR comparison between sex Sex interaction p-value
Tada et al/PGS000011/
European/44 SNPs

Partially adjusted 2,415/ 40,923 1.06 (1.02-1.10) 0.681 (0.671-0.691) | 2,748/87,121 1.05 (1.01-1.09) 0.717 (0.708-0.726) 0.65

Fully adjusted 2,415/ 40,923 1.05 (1.01-1.10) 0.719 (0.709-0.729) | 2,748/87,121 1.05 (1.01-1.09) 0.746 (0.737-0.755) 0.98

Oni-Orisan et al/PGS004595/
European/141 SNPs

Partially adjusted 2,415/ 40,923 1.12 (1.08-1.17) 0.682 (0.671-0.692) | 2,748/87,121 1.08 (1.04-1.13) 0.717 (0.708-0.726) 0.09
Fully adjusted 2,415/ 40,923 1.12 (1.07-1.16) 0.720 (0.710-0.730) | 2,748/87,121 1.08 (1.03-1.12) 0.746 (0.738-0.755) 0.09

Koyama et al/PGS000337/
Japanese and European/64,185 SNPs

Partially adjusted 2,415/40,923 1.29 (1.24-1.35) 0.691 (0.681-0.701) | 2,748/87,121 1.18(1.13-1.22) 0.719 (0.711-0.728) <0.0001
Fully adjusted 2,415/ 40,923 1.27 (1.22-1.33) 0.726 (0.716-0.736) | 2,748/87,121 1.14 (1.10-1.19) 0.747 (0.738-0.756) <0.0001

Tcheandjieu et al/PGS003446/
Multi-ancestry/485,464 SNPs

Partially adjusted 2,415/40,923 1.30 (1.24-1.37) 0.689 (0.679-0.699) | 2,748/87,121 1.10 (1.05-1.15) 0.717 (0.708-0.726) <0.0001

Fully adjusted 2,415/ 40,923 1.28 (1.21-1.34) 0.724 (0.714-0.734) | 2,748/87,121 1.07 (1.02-1.12) 0.746 (0.737-0.754) <0.0001 Sex
Tamlander et al/ PGS001780/ Men
European/1,087,958 SNPs

Partially adjusted 2,415/ 40,923 1.29 (1.23-1.34) 0.689 (0.679-0.699) | 2,748/87,121 1.17 (1.12-1.22) 0.719 (0.710-0.728) <0.0001 Women

Fully adjusted 2,415/40,923 1.26 (1.21-1.32) 0.725 (0.715-0.735) | 2,748/87,121 1.15(1.10-1.19) 0.747 (0.738-0.756) <0.0001

Patel et al/PGS003725/
Multi-ancestry/1,273,824 SNPs

Partially adjusted 2,415/ 40,923 1.37 (1.32-1.43) 0.696 (0.686-0.706) | 2,748 /87,121 1.23 (1.18-1.28) 0.721 (0.712-0.730) <0.0001
Fully adjusted 2,415/ 40,923 1.33 (1.27-1.39) 0.729 (0.719-0.738) | 2,748 /87,121 1.17 (1.13-1.22) 0.747 (0.739-0.756) <0.0001

Inouye et al/PGS000018/
European/1,720,068 SNPs

Partially adjusted 2,415/ 40,923 1.29 (1.23-1.36) 0.688 (0.678-0.698) | 2,748/87,121 1.16 (1.11-1.22) 0.718 (0.710-0.727) <0.0001
Fully adjusted 2,415/ 40,923 1.27 (1.21-1.34) 0.724 (0.714-0.734) | 2,748/87,121 1.13(1.08-1.18) 0.747 (0.738-0.755) <0.0001
Khera et al/PGS000013/
European/6,472,620 SNPs
Partially adjusted 2,415/ 40,923 1.25(1.20-1.30) 0.688 (0.678-0.698) | 2,748/87,121 1.14 (1.09-1.18) 0.718 (0.709-0.727) <0.0001
Fully adjusted 2,415/ 40,923 1.24 (1.19-1.29) 0.724 (0.715-0.734) | 2,748/87,121 1.12 (1.08-1.16) 0.747 (0.738-0.755) <0.0001
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Figure 3: Odds of CHD per 1SD increase in each PRS, by sex



